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found in their environment overlap in size classes, it is highly
likely that Pacific sand lance are consuming microplastics.
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Plastic debris in large water bodies such as oceans and seas
has become a prominent issue. Microplastics (polymers less
than 5 mm) can be primary, manufactured (i.e. microbeads
from facial exfoliants), entering water bodies through runoff
/ drainage systems, or secondary (i.e. clothing fibers or fragments) and overtime undergo weathering and breakdown.
These microplastics are often small enough to pass through
water treatment filters, thus ending up in watersheds. Aquatic
organisms are known to ingest microplastics, and while the
impacts are currently unknown, interest in the matter is growing. Contaminants in microplastics are also a concern and
could have harmful effects on the environment and the organisms that ingest them as well. This study evaluated the
concentration and distribution of microplastics collected from
sandy beaches on islets (motus) of Tetiaroa, an atoll located
in the Pacific Ocean. Thirty-six samples were collected from
8 of the islets. The analysis included density separation using
a high-density fluid, filtration to .3-mm, examination under a
microscope, and gravimetric analysis to determine concentration and type of microplastics in each sample. Sixty percent
of the samples processed contained microplastics including
fibers, netting, and a fragment. This preliminary study shows
that microplastics continue to be ubiquitous in the natural environment, and continues to heighten the need for disposal
management throughout the world.

Pacific sand lance (Ammodytes personatus) are important to
the diets of sea birds, other predatory fish, as well as mammals. Microplastics (plastics < 5 mm) have been found in
spawning and deep-water habitats for these organisms. This
project explored if microplastics are found on beaches near
Friday Harbor Labs on San Juan Island, WA., and if so, to
determine their concentration and distribution. Nine sediment samples were collected from two beaches (Jackson and
South) and a wave field known to be Pacific sand lance habitat
in this area. Samples were processed according to NOAA’s
Microplastics Methods Manual. Presence, abundance, type
(fiber, fragment, film, pellets) and size class (< 0.5 mm, 15mm, 6-10mm, > 10mm) of microplastics were determined
from sediment samples collected. Microplastics were found
in all samples. Microfibers were the most abundant microplastic type (86%), and Jackson beach had the highest concentration of microplastics (17 microplastics/m2). On average the sizes were between 1-5 mm, and the number were 13
microplastics/m2 in the study area. Larger pieces (5-10 mm)
were not present at the wave field located on the seafloor, although found at both beaches. This research helps connect
microplastic presence to Pacific sand lance habitat. Considering the main prey type of Pacific sand lance and microplastics
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Base J is a glycosylated nucleobase found in Trypanosomatids, a family of single celled parasites causing Sleeping
Sickness, Chagas Disease, and Leishmaniasis. This modified
base is thought to play an important role in transcriptional
termination for these organisms. Current methods of analyzing Base J rely solely on chromatin immunoprecipitation experiments, which provide low resolution information pertaining to Base J positions. While previous studies have shown
that SMRT-seq interpulse duration (IPD) is associated with
the position of Base J, we still lack methods to use this information to produce a genome wide, nucleotide-level map of
Base J. Here we explore analytical approaches such as dimensionality reduction, machine learning, and signal processing
to determine patterns of IPD and DNA enrichment which
correspond to Base J across the entire Leishmania tarentolae genome. We show that many simplified approaches such
as peak calling, and dimensionality reduction do not contain
enough information to accurately classify Base J. We also utilize signal decomposition with Fourier transforms, machine
learning clustering and regression methods to provide a more
complex treatment of the data. Our findings are an important step in producing an algorithmic approach to identifying
precise locations of Base J and can yield insight into transcriptional regulation in Trypanosomatids.
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